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I flanked by T 



WHAT IS CLAIMED IS: 

1. A DNA construct comprising as operably linked components 
Ln thfe direction of transcription, a promoter region obtainable 
Erom aVjene selected from the group consisting of a napin gene, an 
EA9 genev or an acyl carrier protein gene; a DNA sequence of 
(interest lother than the native coding sequence of said gene; and a 
jtranscriptYon termination region, wherein said components are 
/functional iSp. a plant cell, and wherein said DNA construct is 

iNA. 

2. The Y)NA construct according to Claim 1, wherein said DNA 
sequence of interest encodes an enzyme. 

3. The DNA construct according to Claim 1, wherein said DNA 
sequence of interest is an antisense sequence. 

4. A plant cisll having an altered phenotype as a result of 
expression of a DNA construct according to Claim 1. 

5. The plant cell according to Claim 4, wherein said DNA 
construct is flanked by\r-DNA. 

6. The plant cell According to Claim 5 wherein said cell is 
one from the group consisting of a soybean cell and a rapeseed 
cell. 



?g to 




wherein said DNA 



mzyn^e 

to' Claim 4, wherein said DNA 



J 



sequence . 

mprising a DNA construct 



wherein said plant is 



7 . The plant cell accoi 
sequence of interest encodes an 

8. The plant cell accorc 
sequence of interest is an antisens 

9. A plant comprising cells 
according to any one of Claims \l-3/ 

10. The .plant according to Claim 
dicotyledonous . 

11. Seed obtained from a plant according to Claim 10. 

12. Seed having a DNA construct according to Claim 1 

13. The seed according to Claim 12, whereis^ said seed is an 
4>il seed or a grain seed. 

14. The seed according to Claim 12, wherein sa\d seed is 
from a dicotyledonous plant, 

15. The seed according to Claim 14, wherein said s^ed is 
from a plant of the genus Brassies. . 



82 



« 



• 



The seed according to 



dicotyledonous plant is selee 




im 14, wherein said 

group consisting of 




genome 



cotton, soybean, saf flower and^tsriif lower , 

17 . A method for obtaining a plant having £ modified 
phenotype, said method comprising; / 

transforming a host plant cell with a DI^A construct under 
genomic \lntegration conditions, wherein saijzf construct comprises 
as operabW linked components in the direction of transcription, a 
promoter region obtainable from a gene, -therein transcription of 
said gene isV regulated in plant seed tissue, a DNA sequence of 
interest other than the native coding' sequence of said gene, and a 
transcription Vermination region, wherein said components are 
functional in aXolant cell, / 

whereby saic 
of said plant 

regenerating a ^plant froiyf said transformed plant cell, and 
growing said plant, unaer qpnaicions wnereoy saia una sequence 
of interest is express 
phenotype is obtained. 

18. A method for altering tne pnenocype or plant seed tissue 
as distinct from 
growing a pi 

containing a DNA construct integrated, into their genome, said DNA 
construct compris/ng, in tne 5 ' to J '\airection or transcription, 
a transcription^ 

transcription yoz saia gene is reguiacea m\a piant seea tissue, a 
DNA sequence/of interest other than the coding sequence native to 




said transcriptional ini 
termination reg 
transcribed under 
initiataon regi 
obtai 



scriptional 



ional 



t 



^£r. The method according to Claim }?r or wherein said DNA 

t y construct is flanked by T-DNA. 

\\0CaD 20. The method according to Claim 19, wherein said plant is 

* a soybean or rapeseed pl^nt . 
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^4rT The method according to Claim or lfp wherein said DNA 
sequence of interest encodes an enzyme. ^ ^ 

The method according to Claim or wherein said DNA 
sequence of interest is an antisense sequence. 
(^^jT^ 23 . The metnoa according to Claiiu 17 ft ^^r^^ n qai^ gono 



C 1 ^ 



is transcribed during segd^-embTyogenesis 

24. Thejoe^Kod according to Claim 23 wherein said gene is 
_Jzr^jp.scribe^?rom about day 7 to day 40 postanthesis . 

^>5\ The method according to Claim^irT^ or ^Uf^ wherein said gene 
is^ transcribed during seed maturation. 
ArJ>~ 26. The method accordina/to Claim 2 5 wherein said gene is 
[tra nscribed from about day 1Y to day 30 postanthesis . 

2sK The method accordina to Claim L8 , wherein said 
transcriptional initiation region further comprises a 
translational initiation region and said DNA sequence of interest 
is an open reading frame encoding an amino acid sequence. 

28. A method for modifying the/genotype of a plant to impart 




if- /% 



a desired characteristic to seed distinct from other plant 
tissue, said method comprising: 

transforming under genomic integration conditions, a host 
plant cell with a DNA construct comprising in the 5' to 3 * 
direction of transcription, a transcriptional initiation region 
from a gene, wherein/Transcription of said gene is regulated in a 
plant seed tissues/a DNA sequence of interest other than the 
native coding sequence of said gene, and a transcriptional 
termination region, whereby said DNA construct becomes integrated 
into the genome of said plant cell; 

regenerating a plant from said transformed host cell; and 
growing said plant to produce seed having a modified 
genome. ^ \% ' 

J2r9. The method according to Claim ^8"*, wherein said DNA 
construct is flanked by T-DNA. if 

^KT. The method according to Claim ^-o, wherein said plant is 
a Brassica plant. { J 

The method according to Claim wherein said DNA 

sequence of interest encodes an enzyme. 
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J}/^. The method according to Claim ^2-8^ wherein said DNA 
equence of interest is an antisense sequence. 
jF"/^?— 3*3T^ The method accordlp^to Claim 28, wherein said plant is 
a soybea^plant . 

34. A method for modifying transcription in seed tissue as 
distinct from other plant tissue, said/method comprising: 

growing a plant capable of developing seed tissue under 
conditions to produce seed, whereij?! said plant comprises cells 
containing a DNA construct intecp?ated into their genome, said DNA 
construct comprising, in the 5/ to 3 • direction of transcription, 
a seed-specific transcriptional initiation region, a DNA sequence 
of interest other than the/coding sequence native to said 
transcriptional initiati^ region, and a transcriptional 
termination region, whereby said DNA sequence of interest is 
transcribed under transcriptional control of said seed-specific 
transcription initiation region. 

V* >5". The method according ^to Claim wherein said DNA 

sequence of interest is an antisense sequence. 

The method according to Claim ^4T, wherein said plant is 
of the genus Brassica. 

'V* jrf. The method according to Claim wherein said 

transcriptional initiation region further comprises a 
translational initiation region and said DNA sequence of interest 
is an open reading frame encoding ap. amino acid sequence. 
T8 . 

a soybean ^ant 

39. A method to selectively express a heterologous DNA 
sequence of interest in seed tissue a^ distinct from other plant 
tissue, said method comprising: 

growing a plant capable of developing seed tissue under 
conditions to produce seed, wher/in said plant comprises cells 
having a genomically integrated^ DNA construct comprising, as 
operably linked components in/the 5* to 3* direction of 
transcription, a seed-specific transcriptional initiation region 
and a translational initiation region, a DNA sequence of interest 
other than the coding seAience native to said transcriptional 



The method according Jpo Claim 34, wherein said plant is 
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initiation region, a transcriptional termination region downstream 
of said DNA sequence o^r Interest, whereby said DNA sequence of 
interest is express^a under control of said seed-specific 
anscriptional azfd translational initiation region. 

The method according to Claim ^ ^ therein said plant is 
r of the genus Brassica. 

'41. The meth^ji^ccording to Claim 39, wherein said plant is 
soybean 





86 



